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II1. Procedure to Download & Install MAExplorer

1. Go to http://www.lecb.ncifcrf.gov/MAExplorer with your Web browser.

2. Select Download to start the install process. It uses the InstallAnywhere™
program. You have a choice of:

3.1 Allow InstallAnywhere™ to select and run the installer requesting where you
want to install it (eg. in Windows this would be C:\Program Files\MAExplorer),

3.2 Or, you may download the installer file installMae and run it yourself.

a) Find your computer Platform in the list. Click on the corresponding
Download word and save the installer on your computer.

b) Go to View for your platform in the same download Web page to see how to
finish the installation for your particular platform.

¢) Now run the installMae on your computer to install MAExplorer where you want.

4. You are ready to use MAExplorer. In Windows Start menu, click on
MAExplorer. After it starts, select “Open file DB in the File | Database menu, and
select a one of the demo startup files.



III.1 MAExplorer Home Page - Press “download”
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ITL.2 Access Stand-Alone Version Web Page -
Find Your “Platform”, then Select “Download”
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II1.3 Save the Installer on Your Local Computer
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II1.4 Start Installer - e.g. in Windows, Click on
installMae.exe. Then Answer Questions, “OK” etc.
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IIL.S Sucessive Steps During Installation of
MAEXxplorer - Press “Next”

‘g MAE xplorer stand-aloneapplication for data mining cDMA microamay data =] E3

Introduction

InstallAnpwhere will guide you thraugh the
installation ofvour application. Use the "kext" hutton
to proceed to the next screen. Ifyou want to chanoge
something in a previous screen, click the "Previous"
hutton. You may guit the installer at any time by
clicking the "Exit* button.
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III.6 Finish Installation of MAExplorer:
a) Press “Install”, b) Press “Done”
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Choose Shortcut Location

Where would you like to create application icons (shortcuts)?
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Install Complete
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Congratulations! The installation is complete. Press "Done” to quit the installer.
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IIl.7 Folder Structure of Downloaded Files
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ITL.8 Start MAExplorer from Windows PC
“Start” menu. Initially starts with empty database
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IT1.9 Open demo (MGAP) database from local disk

* Browse demo project for startup database. Select File menu, Open file DB, pick startup DB
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